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Animal feed from cereal grains and oilseed meals mainly containing phytic acid which has adverse effects on 
animal nutrition and its environment. Ruminants can easily digest the phytic acid as they have fungi and bacteria 
in their guts which can produce phytase to degrade the phytic acid. Meanwhile, phytic acid in non-ruminant 
animals is poorly digested due to the lack of sufficient phytase in their guts. Thus, the feed must be supplemented 
with inorganic phosphate to ensure it can absorb adequate nutrients. This study aimed to determine the effects 
of using different carbon sources to the growth of different strains of phytase producing bacteria based on 
optical density (OD), colony forming unit (CFU), and their phytase production. All four strains of potentially 
producing-phytase bacteria  have been isolated from several hot springs in Malaysia. The bacteria were grown 
in modified Phytase Screening Medium (PSM) with glucose and lactose as a carbon source and under optimum 
culture conditions (pH 5.5, 37˚C, 200 rpm) for 72 hours. For quantitative screening of phytase production, the 
bacterial cultures were harvested to obtain the supernatants that were used to measure the amount of inorganic 
phosphorus released by the bacterial strains. Among these carbon sources, glucose has shown consistency 
between their CFU counts and the observed ODs whereas lactose shown inconsistency. Meanwhile, the 
maximum phytase activity was recorded for all strains in the presence of glucose in which bacteria strain L3 
(0.0404 U/mL), RT (0.0359 U/mL), B9 (0.0262 U/mL), and A (0.0263 U/mL). As for the overall, strain L3 
(Labis, Johor) gave a promising rate of inorganic phosphate released with optimum phytase activity value of 
0.0404 U/mL in presence of glucose and lactose. The optimisation of the fermentation medium can contribute 
to more economical production of industrial enzyme as phytase has the potential to produce feed additives for 
poultry feeding. 
 






Phytic acid (myo-inositol hexakisphosphate) or known as phytate in a salt form is a major storage form of 
organic phosphorus in cereals, legumes, nuts, and oilseeds which comprising 1 to 5 % of their weight (Vats & 
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Banerjee, 2004; Santos et al., 2004). Although these crops are good sources of essential nutrients, they are also 
containing high levels of phytic acid which played a role as an anti-nutritional factor. These complexes formation 






Fig. 1. Structure of phytic acid (IP6, IUPAC) 
 
Phytase is a natural enzyme that can hydrolyse the complex organic forms of phosphorous such as phytate into 
simpler forms by breaking down the phosphate ester bonds and the utilizable form of inorganic phosphorous 
is released (Shin et al., 2001; Shivange et al., 2010). Phytases are widespread in nature and they are among plants, 
animal tissues and microorganisms like bacteria, fungi and yeast (Yao et al., 2011). However, fungi are the most 
common microorganism that producing phytase (Mullaney & Ullah, 2003). The phytases can be classified into 
four classes. These four classes are β-propeller phytases (BPPs), cysteine phosphatases (CPs), histidine acid 
phosphatases (HAPs), purple acid phosphatases (PAPs).  BPPs were found in Bacillus and some other bacteria 
whereas CPs usually found in Selenomonas ruminantium. Microbes and plants can produce HAPs. As for PAPs, 
are produced by animals, plants and fungi (Lim et al., 2007). 
 
As undigested phytic acid in animal feeds is excreted by non-ruminant animals in form of feces into rivers and 
seas causing severe phosphorus pollution to the water resources (Mullaney et al., 2000). Similarly, humans also 
cannot utilize the phytate that contains in plant-based food products because no phytase enzyme is available in 
the human intestine. Consequently, many mineral ions are unavailable for human consumption (Fredlund et al., 
2006; Kumar et al., 2010b). Therefore, phytase is added during food processing and consumption in order to 
reduce the adverse effects of phytate in plant-based food products (Kumar et al., 2010b). 
 
High production of phytase is influenced by the optimization of various nutritional and physical parameters 
including carbon, nitrogen and mineral sources, the composition of the growth medium, pH, temperature, 
methods of cultivation, the concentration of inoculum, time of incubation, the type of strain, and the cell growth 
(Lambrechts et al., 1993; Gargova & Sariyska, 2003). Carbon source and nitrogen source give significant effects 
to the growth of bacteria and enzyme production (Sreedevi & Reddy, 2012). Therefore, creating a suitable 
medium is essential for the growth of organisms vis-à-vis yield of enzyme (Gao et al., 2009). The optimum 
conditions for the isolated phytase producing strains were standardized using Phytase Screening Medium (PSM) 
(Choi et al., 2001). To reduce cost, it is required to utilize a medium composed of low-cost raw materials. Thus, 
a new formulated medium was prepared based on previously described medium PSM (Kerovuo et al., 1998). 
Glucose is commonly utilized by microorganisms due to the simplest carbon source which enhances biomass 
along with the high production of phytase (Das & Ghosh, 2014) as it is providing a faster growth rate compared 
to other sugars (Monod, 1942). Moreover, Sharma & Shukla (2019) have carried out a study to determine the 
optimum temperature and pH for maximum phytase production. The optimum temperature and pH are at 37°C 





Phytase activity was determined by measuring the amount of phosphate released from sodium phytate during 
enzymatic reaction using the ammonium molybdate method (Engelen et al., 2001). The phytase activity was 
determined spectrophotometrically at 415 nm using the standard curve prepared from KH₂ PO₄ . The phytase 
activity is expressed in phytase units (U). One unit of phytase activity is defined as the amount of enzyme that 
releases 1 micromole of inorganic phosphorus per ml per minute under the assay condition. 
 
MATERIALS AND METHODS 
 
Bacterial Strains and Overnight Culture 
 
The phytase producing bacterial strains (RT, L3, B9 and A) which collected by Mohamad et al. (2012) were 
originally from different hot spring in Malaysia which were Dusun Tua (Selangor), Labis (Johor), Ranau (Sabah) 
and Ulu Lenggong (Kedah), respectively. Each bacterial strain from glycerol stocks was grown on Nutrient Agar 
(NA) plates. The plates were then incubated at 37 ˚C for 24 hours. By using an aseptic technique, the single 
colony formed on the streaked NA plate was inoculated into a sterile 50 mL Falcon tube containing 10 mL of 
Luria Bertani (LB) broth by using an inoculation loop. The mixtures were then incubated in an incubator shaker 
(37°C, 180 rpm) for at least 18 hours. All single strong colonies were selected and maintained in slant cultures. 
 
Screening for Phytase Producing Bacteria Strains 
 
The screening for phytase producing bacteria strains was carried out according to Alias et al. (2018) where the 
single colonies from Nutrient Agar (NA) plates were streaked on Phytase Screening Medium (PSM) agar which 
containing (g/L); 20.0 glucose, 4.0 sodium phytate, 2.0 calcium chloride, 5.0 ammonium nitrate, 0.5 potassium 
chloride, 0.5 magnesium sulphate, 0.01 iron sulphate, 15.0 agar.  The PSM was adjusted to pH 5.5 and sterilized 
using an autoclave (15 psi, 121°C, 20 min). Next, the plates were incubated at 37°C for 96 hours. 
 
Preparation of Phytase Screening Medium 
 
Carbon sources used were glucose and lactose at a concentration 1.0 %. The Phytase Screening Medium (PSM) 
was prepared according to Dharmsthiti et al. (2005) which contained 10 g carbon source, 0.5 g potassium 
chloride, 0.5 g magnesium sulphate, 5 g ammonium nitrate, 0.1 g manganese sulphate, 5 g calcium chloride, 0.1 
g iron sulphate, 1 g citric acid, 1 g yeast extract, 1 mL Tween-80, 80 mL soybean extract solution and filled with 
distilled water up to 1 L.  
 
The soybean extract was prepared by soaking 100 g of soybean in 1 L distilled water for 8 hours. The suspension 
was boiled for 6 minutes, cooled to room temperature, filtered through filter cloth and adjusted to the volume 
of 1 L. The PSM then was adjusted to pH 5.5 by the addition of 1 M NaOH. Next, 100 mL of PSM was 
transferred into two different 500 mL conical flasks. The flasks were sterilized by autoclaving (15 psi, 121 ˚C, 




A volume of 1 mL of overnight culture was inoculated into each 500 mL flask containing 100 mL of Phytase 
Screening Medium (PSM) under aseptic technique. The flasks then were incubated in an incubator shaker (37°C, 
200 rpm) for 72 hours. Next, the optical density (OD) of the bacterial culture was read at 600 nm. 
 
Growth Analysis  
 
The wavelength of the spectrophotometer was set to 600 nm. 1 mL of bacterial culture was pipetted out 
periodically at every hour intervals for the first 8 hours and 24 hours and then was transferred into a new cuvette. 




Spectrophotometer at 600 nm wavelength. If the optical density (OD) was larger than 0.8, the dilution would 
be done by using phosphate-buffered saline (PBS) solution. 
 
Sampling for Colony Forming Unit (CFU) was done at 1, 5 and 24 hours of incubation. A volume of 100 μL of 
bacterial culture was serially diluted with 900 μL of sterile phosphate-buffered saline (PBS) solution up to 10-7 
dilution under aseptic technique. 100 μL of diluted bacterial culture then was inoculated on nutrient agar (NA) 
plates by using the spreading method. Next, the plates were incubated in an incubator at 37°C for 24 hours. 
The number of colonies formed was counted by using the colony counter. The pH of the bacterial culture was 
measured using a pH meter at 0, 24 and 72 hours of incubation.  
 
Phytase Assay  
 
The phytase activity was assayed according to Rocky-Salimi et al. (2016) method. The bacterial cultures were 
harvested by centrifugation (4°C, 12 000 rpm, 20 min). The supernatants obtained were used for phytase assay. 
400 μL of the reaction mixture of 1.5 mM sodium phytate in 100 mM Tris–HCl buffer (pH 7.0) was added into 
a microcentrifuge tube containing 100 μL of crude enzyme. The mixture then was incubated at 55°C for 30 
minutes. The reaction was stopped by adding 400 μL of color reagent solution (150 μL of 0.24 % ammonium 
vanadate, 150 μL of 10 % ammonium molybdate, 100 μL of 65 % nitric acid) and the samples were centrifuged 
(25°C, 15 000 g, 10 min). Next, the optical density (OD) was read at 415 nm and compared with the standard 




In cell culture, the measurement of parameters such as biomass (OD and CFU), pH, and phytase activity was 
optimized based on the type of carbon sources used, which were glucose and lactose. Results data were analysed 
by using Microsoft Excel Software 2016 and were presented with ± standard deviation; tested via T-test to 
determine the P value. The means of the group were considered significantly different at P<0.05. 
 
 




In this study, glucose and lactose were used for carbon sources optimisation. A study conducted by Qasim et 
al. (2017) for the effect of carbon sources on the phytase production by Aspergillus tubingensis SKA shows that 
the addition of glucose produced the highest phytase yield (42.0 U/mL) while lactose yielding significantly less 
phytase. Similar data showed for Penicillium purpurogenum, in which among different carbon sources used;, corn 
starch, glucose maltose, lactose and sucrose, the study reported only glucose achieved the maximum phytase 
productivity (Awad et al., 2014).  
 
Glucose is commonly utilized by microorganisms due to its simplest carbon structure which enhances biomass 
along with high production of phytase (Dash & Gosh, 2014). It provides so much energy to the cells because it 
directly entered glycolysis in form of glucose 6-phosphate and is consumed via the tricarboxylic acid (TCA) 
cycle (Ronimus & Morgan, 2006; Deutscher et al., 2006). Based on Fig. 2, bacterial strains grown in PSM media 
supplemented with lactose have higher OD compared to the bacterial cultures grown in glucose as each point 
of an hour showing a different value in the ODs. Out of all bacteria strains, strains A and B9 were found to be 
better strains that grow in the media supplemented with lactose and glucose. Between these carbon sources, all 










Fig. 2. Correlation of all strains growth for the study of carbon sources optimisation for phytase production, evaluated 
by (a) OD600 measurement, and (b) CFU/mL counting. All data shown are mean values from replica flasks with error 
bars are ±1 standard deviation. 
 
Values of the OD were not significantly different between glucose and lactose for RT and L3 strains according 
to the least significant difference at P<0.05, in which strain RT (P=0.052) and L3 (P=0.055) showed a slower 
rate of growth. While for strain B9 and A, they were found to be the superior strains that grew in the PSM 
media, in which the OD value were significantly different, with B9 (P=0.043) and A (P=0.008). However, some 
of the CFU counts were surprisingly inconsistent with the observed ODs when the bacterial strains were grown 
in the PSM media supplemented with lactose. Strains L3, B9 and RT give out lower viable counts compared to 
strain A (2.0×109 CFU.mL-1), where it is recorded the highest value from all strains at two-time points (5 and 
24 hours). As for bacterial strains supplemented with glucose have shown consistency between their CFU counts 
and the observed ODs, where the highest viable count was recorded by strain A (1.27×109 CFU.mL-1) and 



















A study was conducted by Cheng et al. (2015) for the fermentation process of Streptococcus suis, where the carbon 
sources used were glucose, sucrose, lactose and galactose. In contrast the the observation above, the lowest cell 
density (0.884) and viable count (1.42×109 CFU.mL-1) was recorded by glucose. Meanwhile, in the presence of 




At the end of incubation hours, all bacterial strains shown decreasing pH (Fig. 3), in which bacterial strains RT 
(2.41), L3 (2.37), B9 (2.46) and A (2.90) incubated in glucose gives out the lower pH compared to lactose. The 
previous study showed that acidic conditions can promote microbial growth (Badamchi et al., 2013) and enzyme 
activity (Moreira et al., 2014). This is proved by strain A which has grown in a medium containing lactose was 
recorded an alkaline pH (7.28) and resulting from the lowest phytase activity. Roy et al. (2012) have reported 
that increasing pH will influence the active site, consequently, enzyme activity decreased vis-à-vis enzyme-









After 72 hours of incubation at 37°C, the cultures were harvested to obtain the supernatants containing 
inorganic phosphate. Phytase activity was determined by measuring the amount of phosphate released from 
sodium phytate during the enzymatic reaction (Engelen et al., 2001). The phytase activity is expressed in phytase 
units (U). One unit of phytase activity is defined as the amount of enzyme that releases 1 micromole of inorganic 
phosphorus per mL per minute. From the result obtained, there was no significant difference for enzyme activity 
between the two carbon sources for most bacterial strains, with P value of RT (P=0.277), L3 (P=0.259), and A 
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Fig. 4. Effect of glucose and lactose on growth and phytase production of phytase bacterial strains. Results are means of 
two duplicate samples. Bar corresponds to standard deviation. 
 
Based on Fig. 4., all phytase bacterial strains have shown their ability to produce phytase enzyme in both 
glucose and lactose. Among these carbon sources investigated, the maximum phytase activity was recorded for 
all strains in the presence of glucose in which bacteria strain L3 (0.0404 U/mL), RT (0.0359 U/mL), B9 (0.0262 
U/mL), and A (0.0263 U/mL). Meanwhile, the minimum phytase activity was recorded in presence of lactose 
for most observed strains, where strain A (0.0120 U/mL) and B9 (0.0127 U/mL) gave out the lowest values. 
This indicated that the strains are preferred to produce higher phytase when presence of glucose as the carbon 
source compared to lactose. Previous study showed that lactose is poor carbon sources for enzyme production 
since it is not induced phytase activity compared to glucose (Khianngam et al. 2017). Moreover, the highest 
phytase production was contributed by the bacteria strain L3. This study proved the statement made by Alias 





The appropriate carbon source for the optimum phytase production of different phytase producing bacteria 
strains has successfully determined. In addition, the growth curve of different phytase-producing bacterial 
strains was also successfully identified based on the results of optical density (OD). Among the two carbon 
sources investigated, the maximum phytase activity was recorded in presence of glucose. From all the bacterial 
strains, bacteria strain L3 (strain from Labis, Johor) shown maximum phytase activity in both glucose and 
lactose. In the future, biochemical research and molecular identification may also be carried out to identify 
molecular identity in the strains. This study can provide an efficient strategy to produce maximum phytase as 
many studies stated that phytase is an application tool in functional food production that consists of myo-




The authors would like to thank Universiti Sultan Zainal Abidin (UniSZA) for facilities provided, technical 








Alias, N., Shunmugam, S., & Ong, P. Y. (2017). Isolation and molecular characterization of phytase producing 
bacteria from Malaysia Hot Springs. Journal of Fundamental and Applied Sciences 9(2S), 852-865.  
Awad, G. E. A., Helal, M. M. I., Danial, E. N., & Esawy, M. A. (2014). Optimization of phytase production by 
Penicillium purpurogenum GE1 under solid state fermentation by using Box-Behnken design. Saudi Journal of 
Biological Sciences, 21(1), 81–88.   
Badamchi, M., Hamidi-Esfahani, Z. & Abbasi, S. (2013) Comparison of phytase production by Aspergillus ficuum 
under submerged and soil-state fermentation conditions. Focusing on Modern Food Industry, 2, 129-137. 
Cheng, L., Wang, J., Fu, Q., Miao, L., Yang, X., Li, S., & Shen, Z. (2015). Optimization of carbon and nitrogen 
sources and substrate feeding strategy to increase the cell density of Streptococcus suis. Biotechnology and 
Biotechnological Equipment, 29(4), 779–785.  
Choi, Y. M., Suh, H. J., & Kim, J. M. (2001). Purification and properties of extracellular phytase from Bacillus 
sp. KHU-10. Journal of Protein Chemistry, 20, 287–292. 
Das, S., & Ghosh, U. (2014). Effect of nutritional supplementation of solid-state fermentation medium on 
biosynthesis of phytase from Aspergillus niger NCIM 612.  Journal of Scientific and Industrial Research, 73, 593–
597. 
Deutscher, J., Francke, C., & Postma, P.W. (2006). How phosphotransferase system-related protein 
phosphorylation regulates carbohydrate metabolism in bacteria. Microbiology and Molecular Biology Reviews, 
70, 939–1031.  
Dharmsthiti, S., Chalermpornpaisarn, S., Kiatiyajarn, M., Chanpokapaiboon, A., Klongsithidej, Y., & 
Techawiparut, J. (2005). Phytase production from Pseudomonas putida harbouring Escherichia coli appA. Process 
Biochemistry, 40(2), 789–793.  
Fredlund, K., Isaksson, M., Rossander-Hulthén, L., Almgren, A., & Sandberg, A. S. (2006). Absorption of zinc 
and retention of calcium: Dose-dependent inhibition by phytate. Journal of Trace Elements in Medicine and 
Biology, 20, 49–57. 
 
Gao, H., Liu, M., Liu, J., Dai, H., Zhoux, X., Liu, X., Zhou, Y., Zhang, W. & Zhang, L. (2009). Medium 
optimisation for the production of avermectin B1a by Streptomyces avermitilis 14-12A using response surface 
methodology. Bioresource Technology, 100, 4012- 4016. 
 
Gargova, S., & Sariyska, M. (2003). Effect of culture conditions on the biosynthesis of Aspergillus niger phytase 
and acid phosphatase. Journal of Enzyme Microbial Technology, 32, 231–235.  
 
Grotz, N. & M. L. Guerinot. (2002). Limiting nutrients: An old problem with new solutions? Current Opinion in 
Plant Biology, 5 (2), 158-163.  
 






Kerovuo, J., Lauraeus, M., Nurminen, P., Kalkkinen, N., & Apajalahti, J. (1998). Isolation characterization 
molecular gene cloning and sequencing of a novel phytase from Bacillus subtilis. Journal of Applied and 
Environmental Microbiology, 64, 2079-2085.  
 
Khianngam, S., Pootaeng-on, Y., Sonloy, A., Kajorn-aroonkij, J., & Tanasupawat, S. (2017). Characterization 
and comparison of phytase production by Bacillus and Paenibacillus strains from Thai soils. Malaysian Journal 
of Microbiology, 13(4), 318–325. 
 
Kumar, V., Sinha, A. K., Makkar, H. P. S., & Becker, K. (2010b). Dietary roles of phytate and phytase in human 
nutrition: A review. Food Chemistry, 120, 945–959. 
 
Lambrechts, C., Boze, H., Segueilha, L., Moulin, G. & Galzy, P. (1993). Influence of culture conditions on the 
biosynthesis of Schwanniomyces castellii. phytase. Biotechnol Lett., 15, 399-404. Retrieved from  
 
Lim, B. L., Yeung, P., Cheng, C., & Hill, J. E. (2007). Distribution and diversity of phytate-mineralizing bacteria. 
ISME Journal, 1, 321–330. 
Liu, B. L., Rafiq, A., Tzeng, Y. M., & Rob, A. (1998). The induction and characterization of phytase and beyond. 
Enzyme and Microbial Technology, 22(5), 415–424. 
Mohamad, N. M., Ali, A. M., & Salleh, H. M. (2012). Carbon Sources Utilization Profiles of Thermophilic 
Phytase Producing Bacteria Isolated from Hot-spring in Malaysia. World Academy of Science, Engineering and 
Technology, 64(4), 304–307. 
Monod J. (1949). The growth of bacterial cultures. Pasteur Institute. Paris, France. Annual Review of Microbiology, 
3(1), 371-394. 
Moreira, K. A., Herculano, P. N., Maciel, M. D. H. C., Porto, T. S., Spier, M. R., Souza-motta, C. M., & Soccol, 
C. R. (2014). Optimization of phytase production by Aspergillus japonicus Saito URM 5633 using cassava 
bast as substrate in solid state fermentation. 8(9), 929–938.  
Mullaney E.J., Daly C., & Ullah A.B. (2000) Advances in phytase research. Advances in Applied Microbiology, 47, 
157–199. 
Mullaney E.J., & Ullah A.H. (2003). The term phytase comprises several different classes of enzymes. Biochemical 
and Biophysical Research Communications, 312(1), 179-84. 
Qasim, S. S., Shakir, K. A., Al-Shaibani, A. B., & Walsh, M. K. (2017). Optimization of culture conditions to 
produce phytase from Aspergillus tubingensis SKA. Food and Nutrition Sciences, 8(7), 733–745. 
Qvirist, L., Carlsson, N., & Andlid, T. (2015). Assessing phytase activity – methods, definitions and pitfalls. 2(1), 
1–7.  
Raboy, V., 2007. The ABCs of low-phytate crops. Nature Biotechnology, 25, 874 – 875.  
Ronimus, R.S., & Morgan, H.W. (2003). Distribution and phylogenies of enzymes of the Embden-Meyerhof- 
Parnas pathway from archaea and hyperthermophilic bacteria support a gluconeogenic origin of 
metabolism. Archaea, 1, 199–221.  
Roy MP, Poddar M, Singh KK, Ghosh S. (2012). Purification, characterization and properties of phytase from 




Santos, M.M., Rosa, A.S., Dal’boit, S., Mitchell, D.A., & Kriger, N. (2004). Thermal denaturation: Is 
solid-state fermentation really a good technology for the production of enzymes. Bioresource 
Technology 93, 261–268. 
Selle P.H., & Ravindran, V. (2007) Microbial phytase in poultry nutrition. Animal Feed Science Technology, 135, 1–
41. 
Selle, P. H., A. J. Cowieson, N. P. Cowieson & V. Ravindran. (2012). Protein-phytate interactions in pig and 
poultry nutrition: A reappraisal. Nutrition Research Review, 25(1), 1-17.  
Sharma, B., & Shukla, G. (2019). Optimization, Purification and Characterization of Phytase from Isolated 
Probiotic Pediococcus acidilactici BNS5B. 8(09), 2060–2081. 
Shim, J. H. & B. C. Oh. (2012). Characterization and application of calcium-dependent beta-propeller phytase 
from Bacillus amyloliquefaciens DS11. Journal of Agricultural and Food Chemistry, 40(32), 9669-76.  
Shin, S., N. C. Ha, B. C. Oh, T. K. Oh & B. H. Oh. (2001). Enzyme mechanism and catalytic property of beta 
propeller phytase. Structure, 9(9), 851-858. 
Shivange, A. V., U. Schwaneberg & D. Roccatano. (2010). Conformational dynamics of active site loop in 
Escherichia coli phytase. Biopolymers, 93(11), 994-1002. 
Singh, B., & Satyanarayana, T. (2008). Phytase production by a thermophilic mould Sporotrichum thermophile in 
solid state fermentation and its potential applications. Bioresource Technology, 99, 2824–2830. 
Sreedevi, S. & Reddy, B.N. (2012) Isolation, screening and optimization of phytases production from newly 
isolated Bacillus sp. C43. International Journal of Pharmacy and Biological Sciences, 2, 218-231. 
Vats, P., & Banerjee, U. C. (2004). Production studies and catalytic properties of phytases an overview. Enzyme 
and Microbial Technology, 35, 3–14. 
Yao, M. Z., Zhang, Y. H., Lu, W. L., Hu, M. Q., Wang, W., & Liang, A. H. (2011). Phytases: Crystal structures, 




How to cite this paper: 
Mohamood, N.I., Zulkifly, A.H. & Alias, N. (2021). Effect of Carbon Sources on Different Strains of 
Phytase-Producing Bacteria Isolated from Malaysia’s Hot Spring. Journal of Agrobiotechnology, 12(2), 29-
38. 
 
